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Objectives : 

 

 To introduce basic concepts in Bioinformatics 

 To familiarize the students with the freely available online tools for the analysis of 

Biomolecules 

 To encourage the students to take up Bioinformatics based study projects  

 

 

Syllabus: 

 

Unit I 

 Scope of computers in biological research, Use of Bioinformatics research portals and 

scientific tools 

 Free online search engine and database for scientific literature(Eg. Scopus,  Pubmed) 

 Gene families identification from the literature 

 Finding sequence and structure  information of Biomolecules(Genbank) 

 Genomic and Proteomic tools 

 Basic local alignment search tools (BLAST) blastn, blastp, blastx,tblastn 

 Multiple sequence alignment tools(ClustalW) 

 Phylogenetic analysis 

 Primer designing -Primer3 

 Translate and  reverse Translate tools 

 

Unit-II 

 

 Prediction of protein sub Cellular localisation(TargerP),CholoroP, Mitoprot),  

 Prediction of Transmembrane helices  

 Homology Modelling - Swissmodel 

 Structural analysis - Protein data bank 

 Structural Analysis using Pymol 

 Secondary structure analysis -Ramachandran Plot 

 Phosphorylation studies 

 

Expected Outcome: 

 Students will be able to retrieve the reference sequences of DNA and proteins from 

NCBI 

 Students will be able to analyse and interpret the results of Gene and Genome analysis 

reports 

 Students will be able to design a project of their interest based on the analaytical tools 

of Genes and Proteins 

 



 

 

 
 

 

 

 

 
 

 



 
 

 

 

 

 




















































